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integrating our algorithm-driven predictive clinical assessment (M-Score) we are able
to provide unique understanding towards the role of dynamic TIL with clinical
response to therapy. Our data demonstrate that high inter-patient variability in
immune modulation, and response to immuno-modulators, suggests high importance
of integrating a multi-dimensional approach to personalized cancer medicine.

Visit us at booth #616 MitraBiotech.com




